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This study evaluates changes in cellular immunity components, from chronic kidney 
disease stage V (CKD-V) to long-term transplantation (lKTx). We applied flow 
cytometry to determine total, CD4+, CD8+, CD28− T-lymphocytes, Natural killer cells 
(NK) and regulatory T-lymphocytes (Tregs), in peripheral blood of 56 patients with CKD-V, 
207 patients on hemodialysis (HD), 149 recently transplanted (rKTx), 26 lKTx patients and 
49 healthy volunteers as a control group (CG). Lymphocyte proportion decreased in CKD 
vs. CG [20.2 (14.4–25.8) vs. 29.7 (24.4–38.1)%, p < 0.001] without further deterioration in 
HD [19.9 (15.3–23.7)%, p = 0.83 vs. CKD-V] and increased in rKTx [24.7 (20–32.6)%, p < 
0.001 vs. HD], and lKTx [25.5 (21.9–35)%, p = 0.16 vs. CG]. Similar kinetics were observed 
in CD4+ subpopulations, however CD8+ T-cells gradually increased from CG to lKTx. NK 
remained stable in CKD-V and HD, reduced in rKTx, and marginally increased in lKTx. 
Tregs gradually declined until HD and suboptimally improved with transplantation. CD28− 

subpopulations largely increased in lKTx, compared with HD [CD4+CD28−: 12.6 (4.7–27.6) 
vs. 6 (2.1–13.2)%, p = 0.006, CD8+CD28−: 68.4 (54.4–90.3) vs. 45.5 (28.4–58.9)%, p < 
0.001], independently of age for CD8+CD28− (p = 0.33). Cellular immunity subpopulations 
show significant changes in the spectrum of CKD, with transplantation restoring total 
lymphocytes and CD4+ T-cells, but not Tregs and NK. LKTx was associated with a large 
increase in CD28− subpopulations.
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INTRODUCTION

Chronic kidney disease (CKD) is characterized by phenotypic and functional alterations of cellular 
elements of immune system, leading to relative immunodeficiency in these patients. This is clinically 
expressed as increased susceptibility in infections, decreased response to vaccination, as well as 
increased risk for neoplasia, potentially due to altered immune surveillance [1–3]. As a result, 
patients in hemodialysis (HD) have a greater mortality rate, with life expectancy being as low as 25%– 
30% compared to healthy individuals of the same age [1].

CKD has an impact on all cellular populations of acquired immunity, with T cells being the most well 
studied. One main alteration is the loss of CD28 expression on their surface [4]. CD28 is a 
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transmembrane protein that provides the second signal in the 
immune synapse between T cell and antigen-presenting cell and 
thus is indispensable for T cell activation [5]. Failure of CD28 to 
bind to its ligands CD80 and CD86, during T cell receptor 
recognition of antigen presented on HLA molecule, leads to 
impaired of T cell activation and anergy [6]. Moreover, other 
lymphocytic populations such as regulatory T cells (Tregs) and 
natural killers (NK) have been described to be altered in 
CKD patients [7].

The substitution of kidney function with kidney 
transplantation improves immune function, potentially 
partially restoring the above-described cellular alterations. 
However, these alterations have not been adequately described 
in the whole cohort of CKD (pre-HD, HD, short- and long-term 
kidney transplantation). The purpose of the present study was to 
evaluate changes in cellular immunity elements from non-dialysis 
stage V CKD to long lasting kidney transplantation.

PATIENTS AND METHODS

Study Design
This is an observational study conducted in the First Department 
of Nephrology of Aristotle University of Thessaloniki, in 
collaboration with the Department of Immunology, National 
Histocompatibility Center, of General Hospital of Thessaloniki 
“Hippokration”, from June 2021 to June 2024. Four groups of 
patients were included in the study; patients with CKD stage V 
not yet in dialysis (estimated glomerular filtration rate - eGFR: 
<15 mL/min/1.73 m2) – CKD-V group; patients in 

chronic maintenance hemodialysis for at least 1 year – HD 
group; recently transplanted patients (1 year since kidney 
transplantation) – rKTx group; long transplanted patients 
(>17 years since kidney transplantation) – lKTx group. The 
cut-off of 17 years was the average predicted 3rd quantile of 
living and deceased donors graft survival in years, as reported in a 
large study published in 2021 [8]. All transplanted patients had 
received an ABO and HLA compatible graft, with no detectable 
anti-HLA antibodies against donor’s HLA molecules.

Demographic, clinical and laboratory characteristics, 
medication, and also, hemodialysis prescription data (for those 
on HD), were recorded on the day of enrollment. For all patients 
IgG antibodies levels against cytomegalovirus were measured. 
Patients eligible for the study were Caucasians, adults, with a 
minimum of 12-month follow-up in our department. All patients 
should be in stable treatment for the last 3 months, with well 
controlled hypeparathyroidism and anemia. Patients undergoing 
hemodialysis were on a chronic maintenance thrice a week 
program with Kt/V >1.2, with satisfactory regulation of 
biochemical parameters, according to international guidelines. 
For rKTx and lKTx patients, eGFR should be >30 mL/min/ 
1.73 m2 calculated using the equation CKD-EPI 2021 for 
creatinine. Patients were excluded in case of a recent infection 
or vaccination (<3 months), active malignancy, autoimmune, or 
hematologic disorder (<5 years), or prior immunosuppressive 
therapy within the past year (excluding steroids, MMF, and 
cyclosporine or tacrolimus for transplant patients). Moreover, 
we excluded transplanted patients receiving agents other than 
those mentioned in the following section, such as everolimus or 
belatacept, or patients on a corticosteroid sparing scheme. Forty- 
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nine age- and sex-matched healthy volunteers were used as a 
control group (CG). In all patient groups and the CG, we assessed 
immune phenotype with flow cytometry in peripheral blood 
samples, as described in the relevant section.

Treatment Protocols
All transplanted patients had received standardized 
immunosuppressive treatment according to the Transplant Clinic 
protocol. Induction therapy consisted of basiliximab or anti- 
thymocyte globulin (ATG), according to the following. The 
standard induction regimen consisted of two doses of basiliximab 
20 mg (administered 60 min before and on day 4 post-transplant) 
and two doses of methylprednisolone 500 mg, 12 and 1 h before 
transplantation. Patients in medium immunological risk, for 
example patients with history of donor specific antibodies (DSA) 
positivity, high expected cold ischemia time or marginal donor, 
received induction therapy with 1.5 mg/kg ATG for 4 days to a total 
dose of 6 mg/kg. Maintenance therapy included methylprednisolone 
(125 mg intravenously on day one and then 16 mg orally until day 
14, with a gradual tapering until day 42), tacrolimus (plasma levels 
6–8 ng/mL for the first year), and mycophenolate mofetil (2 g per 
day until day 14 and then 1 g daily). Patients with T-cell mediated 
rejection episodes received ATG, whereas patients with antibody 
mediated rejection episodes received corticosteroids and/or plasma 
exchange, depending on the indication.

All study participants signed an informed consent prior to 
enrollment. The study was conducted in accordance with the 
Declaration of Helsinki and was approved by the Bioethics 
Committee of the Aristotle University of Thessaloniki (no. 
2348/24-11-2019)

Flow Cytometry
Immune phenotype examination was performed with flow 
cytometry on whole blood samples collected in K2EDTA tubes, 
within a short period after collection and in any case in no more than 
12 h. Analysis was performed on a Navios EX Flow Cytometer 
(Beckman Coulter), according to the manufacturer’s instructions, 
using the following conjugated antibodies: CD45 PC7 (Clone J33), 
CD3 FITC (Clone UCHT1), CD16-CD56 PE [CD16: Clone 3G8, 
CD56: Clone N901(NKH-1)], CD4 APC (Clone 13B8.2), CD8 PC5.5 
(Clone B9.11), CD4 FITC (Clone SFCI12T4D11), CD25 PC5 (Clone 
B1.49.9), and FOXP3 PE (Clone 259D, intracellular staining). 
Percentages of CD4+ (CD3+CD4+), CD8+ (CD3+CD8+), 
regulatory (CD4+CD25+FOXP3+) T lymphocytes as well as NK 
cells (CD3−CD16+CD56+) and CD28− (CD4+CD28− and 
CD8+CD8−) T cells were determined. The total lymphocyte 
count was also determined from a blood count in the same 
sample. Gating strategy is shown in Figure 1 and was manually 
adjusted in each case.

Singlets discrimination was performed with plotting forward 
scatter integral (FS-INT) versus forward scatter Time of Flight 
(FS-TOF). Events deviating from the singlet line were considered 
cell aggregates and discarded from analysis. Compensation 
settings were determined before experimental analysis, by 
using single stained control samples. One sample for each 
conjugated antibody was analyzed separately to measure the 
spectral overlap of each fluorochrome’s emission into other 

detectors and mathematical compensation was applied and 
adjusted manually to correct the spillover. No viability check 
was needed, as the analysis was performed in fresh blood samples.

Statistical Analysis
Statistical analysis was performed with Statistical Package for the 
Social Sciences (SPSS) for Windows, version 25 (IBM, NY, 
United States). Continuous variables are presented as median 
(25th – 75th percentile). Quantitative variables were compared 
with Mann-Whitney U-test between two groups, or with Kruskal- 
Wallis H-test among multiple groups. The χ2 test was used to 
compare differences in non-quantitative variables between two 
groups. Correlation between two continuous variables was 
assessed using the Spearman test. The result was considered 
significant when R was greater than the critical value for the 
degrees of freedom. Linear univariate regression was used to 
predict simple models after logarithmic transformation of the 
data, and linear multivariate analysis was applied to find 
independent factors associated with a variable. Statistical 
significance was considered at a p value of <0.05. Finally, in 
cases of comparison of more than two different populations, the 
Bonferroni correction was applied.

Given the use of non-parametric tests between CG, HD and 
lKTx patients and for a significance level of 0.005 (after 
Bonferroni correction) with 80% power, the expected effect 
size for the variable “CD8+CD28− T cells percentage” was 
estimated based on a previous similar study [9], corresponding 
to a moderate effect (Cohen’s d ≈ 0.48, corresponding to r ≈ 0.23). 
Based on this effect size, the adequate sample size for the lKTx 
group was calculated to N = 121 patients. Due to practical 
limitations, the sample size for lKTx patients (N = 26) in this 
study is smaller than the calculated one. Accordingly, the findings 
of the present study referring to the lKTx group should be 
interpreted with caution and considered exploratory.

RESULTS

Patients’ Demographics
In total, 438 patients were included in the study, aged 54 (42–62) 
years. Out of them 56 were patients with CKD-V, 207 patients on 
HD for at least 1 year, 149 rKTx patients (1 year post- 
transplantation), and 26 lKTx patients (>17 years post- 
transplantation). The sex and median age of the patients did not 
differ among groups [58 (39–69) years for CKD-V, 55 (43–62) years 
for HD, 51 (41–57) years for rKTx and 58 (45–66) years for lKTx 
patients, p = 0.788] The control group included 49 healthy 
individuals aged 53 (39–64) years. Patients’ demographics are 
demonstrated in Table 1. In the rKTx group, 22 patients had 
received ATG as an induction treatment, as described above. 
Moreover, seven patients had a rejection episode during the first 
year, 5 out of which had biopsy-proven T cell mediated rejection 
and received ATG for treatment. All these patients had received 
ATG for induction. The rest two patients had antibody mediated 
rejection and were treated with plasma exchange, corticosteroids 
and intravenous immunoglobulin. In the lKTx group, one patient 
had a T cell mediated rejection episode and he was treated with 
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ATG both for induction and rejection. Another one patient had an 
antibody mediated rejection and was also treated with 
corticosteroids and plasma exchange. Moreover, in the same 
group, two patients were not on calcineurin inhibitors at the 
time of flow cytometry analysis, for three and 5 years, because 
of chronic toxicity. Moreover, three of the patients in the rKTx 
cohort had a PCR proven CMV reactivation. All of these patients 
were already CMV seropositive at transplantation.

Differences in Lymphocytic Subpopulations 
Among Patients
Table 2 shows the differences of lymphocytic cell subsets in 
patients’ groups, compared to the CG. In the following 

comparisons of lymphocyte subpopulations, the level of 
statistical significance was set at p < 0.005, after Bonferroni 
correction. Total lymphocyte percentage was reduced in 
patients with CKD-V compared to CG, 20.2 (14.4–25.8) vs. 
29.7 (24.4–38.1)%, respectively, p < 0.001, without further 
substantial deterioration after dialysis initiation [19.9 
(15.3–23.7)% in HD, p = 0.83 compared to CKD-V]. Kidney 
transplantation resulted in an early increase in total lymphocyte 
percentage during the first year, 24.7 (20–32.6) vs. 19.9 
(15.3–23.7)% in rKTx and HD respectively, p < 0.001, with no 
increase lKTx 25.5 (21.9–35)%, p = 0.27 compared to rKTx and 
p = 0.16 compared to CG (Table 2). Similar kinetics were 
observed in CD4+ subpopulation proportion (Figure 2A), 
however, with CD8+ T lymphocytes percentage presenting a 

FIGURE 1 | Gating strategy.
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gradual upward tendency which was significant in the rKTx 
group compared to CG, CKD-V and HD [29.6 (24.3–38.3) in 
rKTx vs. 21.9 (17.1–31.1)% in CG, p < 0.001, vs. 23.3 
(20.1–31.9)% in CKD-V p < 0.001, vs. 24.8 (19.1–30.6)% in 
HD, p < 0.001, (Figure 2B). Similar kinetics were observed in 
the total counts of total lymphocytes and CD4+ T cells, whereas 
the total count of CD8+ T cells was reduced in HD in comparison 
to HC and peaked in the lKTx group (Supplementary Table S1; 
Supplementary Figure S1).

HD patients presented a significant increase of NK 
proportion compared to CG [17.6 (11.8–24.3) vs. 10.9 
(9.4–15.8)% respectively, p = 0.009]. In the rKTx group, NK 
were found to have significantly decreased in comparison to HD 
[8.9 (5.6–14.9) vs. 17.6 (11.8–24.3)%, p < 0.001], without 
difference from CG (p = 0.07) and lKTX patients (p = 0.70) 
(Figure 3A). The count of NK cells was found to reach a nadir in 
the group of rKTx, but the fluctuations were not significant after 
Bonferroni correction (Supplementary Table S1; 
Supplementary Figure S2).

Treg percentage was found to be within normal range in CKD- 
V patients [6 (3.7–7.9) vs. 5.9 (4.4–7.4)%, for CKD-V and CG, 
respectively, p = 0.76] but showed a decline after HD initiation, 
4.4 (2.9–5.9)%, p < 0.001 compared to CKD-V. One year after 
kidney transplantation, Treg percentage remained stable [4.2 
(3.2–5.3)%, p = 0.30, in comparison to HD, but a further 
decline was observed in long-term transplantation 2.8 

(1.7–3.7)%, p < 0.001 in comparison to rKTx (Figure 3B). 
The Treg count decreased gradually from CG to HD, 
following the total lymphocyte decrease. However, a slight but 
significant increase was observed in Treg count after 
transplantation, despite the drop in their proportion 
(Supplementary Table S1; Supplementary Figure S2).

The percentage of CD28− T cell subpopulations increased in 
HD patients compared to CG, with CD8+CD28− increasing 
already before dialysis initiation, in the latest stages of CKD- 
V, 38 (24.4–49.8), 49.3 (24.2–63.7) and 45.5 (28.4–58.9)% for CG, 
CKD-V and HD respectively, p = 0.049 for CKD-V vs. CG and 
p = 0.026, for HD vs. CG. In the CD4+CD28− subpopulation, the 
increase was observed only after HD initiation, 3.5 (1.4–6.8), 3.8 
(1–11.9) and 6 (2.1–13.2)%, for CG, CKD-V and HD respectively, 
p = 0.64 for CKD-V vs. CG and p = 0.02 for CKD-V vs. HD. 
However, the above changes were not significant after Bonferonni 
correction. Kidney transplantation resulted in restoration of 
CD4+CD28− and CD8+CD28− to normal levels already from 
the first year after transplantation. However, in the group of 
long-term transplanted patients, an increase in both CD28- 

subpopulations was observed to levels considerably higher 
even than from those of HD patients, CD4+CD28-: 12.6 
(4.7–27.6) vs. 6 (2.1–13.2)%, for lKTx and HD respectively, 
p = 0.006, CD8+CD28-: 68.4 (54.4–90.3) vs. 45.5 (28.4–58.9)% 
for lKTx and HD respectively, p < 0.001 (Figure 4). The steep 
increase of CD28− T cell subsets in lKTx patients was also 

TABLE 1 | Patients’ demographics.

Patients’ characteristics CKD-V HD rKTx lKTx

Patients N 56 207 149 26
Median age, years 58 (39–69) 55 (43–62) 51 (41–57) 58 (45–66)
Sex, male/female 32/24 123/84 99/50 12/14
Cause of CKD
Primary glomerulonephritis 11 49 42 11
Hypertension 16 33 26 5
Diabetes mellitus 16 28 11 3
Polycystic kidney disease 5 21 27 4
Obstructive nephropathy 0 14 18 1
Other 0 12 11 0
Unknown 8 50 14 2
Treatment modality
Online hemodiafiltration 54
Median dialysis vintage 84 (19–126) 84 (24–126) 30 (16–65)
Comorbidities
Hypertension 50 143 115 24
Cardiovascular disease 11 54 45 18
Diabetes mellitus 16 30 27 7
Dyslipidemia 21 77 64 20
History of kidney 
transplantation (%)

- 35 - -

ATG treatment, N (%) 22 (14.7) 5 (19.2)
Preemptive Ktx 12 3
Live donor 44 16
Delayed graft function 22 2
Rejection episode 7 2
Retransplantation (%) 13 (8.7) 4 (15.3)
Pre-transplantation anti-HLA 
sensitization (PRA >5%)

56 11

Continuous variables are reported as median (25th – 75th percentile), CKD-V: chronic kidney disease stage V, HD: hemodialysis, rKTx: recent kidney transplantation, lKTx: long-term kidney 
transplantation.
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significant when total cell counts were examined 
(Supplementary Table S1).

Patients Sex, Age, Previous CMV Infection 
and Renal Function Were the Main 
Parameters Associated With the 
Immune Phenotype
Immune phenotype differed significantly between male and 
female patients in the HD group. Women had an increased 
total lymphocyte proportion in comparison to men [21.4 
(17.5–25.9) vs. 18.1 (14.6–22.4)%, p < 0.001] which was due to 
increased CD4+ T cell proportion [46.5 (38.1–53.8) vs. 42.3 
(36–49)%, p = 0.038], but not CD8+ T cells [24.3 (20.3–29.2) 
vs. 25.3 (18.1–31.6)%, p = 0.99)]. Moreover, NK were decreased 

in women on HD [14.5 (10.3–20.7) vs. 19.3 (14.4–26.6)%, p < 
0.001], with no differences in the rest of analyzed cell subsets. Sex 
remained significant after inclusion of age and CMV status in a 
multivariate model only for total lymphocytes percentage (95% 
CI: 0.025–0.321, p = 0.023) and NK (95% CI: -0.587 – -0.071, p = 
0.013) but not for CD4+ T cells percentage (95% CI: 
-0.034 – 0.182, p = 0.178). In comparison, in the CG, only 
CD4+ T cell proportion differed between male and female 
patients [46.2 (39.2–53.6) vs. 43.9 (37.5–47.9)% for females 
and males respectively, p = 0.028].

Patients’ age was a significant predictor of the percentage of 
CD8+CD28− T cells in all patient groups studied, as well as in 
healthy volunteers, except for the lKTx group (Figure 5). The 
linear regression data are shown in Table 3. In kidney transplant 
patients, both rKTx and lKTx, age was an independent predictor 

TABLE 2 | Differences in proportions of lymphocytic subpopulations among healthy controls and patient groups of different stage of chronic kidney disease.

Cell population, % CG CKD-V KD rKTx lKTx p

N = 49 N = 56 N = 207 N = 149 N = 26
Total lymphocytes 29.7 (24.4–38.1) 20.2 (14.4–25.8)a 19.9 (15.3–23.7)a 24.7 (20–32.6)a,b,c 25.5 (21.9–35)b,c <0.001

CD4+ 50.6 (45.1–55.1) 48.1 (38.7–52.8) 43.2 (37.4–52.1)a 45.3 (38.1–53.8) 53.1 (43.1–59)c <0.001
CD8+ 21.9 (17.1–31.1) 23.3 (20.1–31.9) 24.8 (19.1–30.6) 29.6 (24.3–38.3)a,b,c 27.3 (24.7–34.4) <0.001
NK 10.9 (9.4–15.8) 12.2 (9.9–19.8) 17.6 (11.8–24.3) 8.9 (5.6–14.7)c 9.5 (5.1–14.3)c <0.001

Tregs 5.9 (4.4–7.4) 6 (3.7–7.9) 4.4 (2.9–5.9)a,b 4.2 (3.2–5.3)a,b 2.8 (1.7–3.7)a,b,c,d <0.001
CD4+CD28− 3.5 (1.4–6,8) 3.8 (1–11.9) 6 (2.1–13.2)a 4.6 (1.5–11.1) 12.6 (4.7–27.6)a,b,c,d <0.001
CD8+CD28− 38 (24.4–49.8) 49.3 (24.2–63.7)a 45.5 (28.4–58.9)a 39.1 (26.7–59.9) 68.4 (54.4–90.3)a,b,c,d <0.001

CG: control group, CKD-V: chronic kidney disease stage V, HD: hemodialysis, rKTx: recent kidney transplantation, lKTx: long-term kidney transplantation.
aStatistical significance from CG.
bStatistical significance from CKD-V.
cStatistical significance from HD.
dStatistical significance from rKTx. For the above comparisons statistical significance level has been set to <0.005 after Bonferroni correction.

FIGURE 2 | (A) CD4+ and (B) CD8+ T cell proportion kinetics in different CKD stages. CG: control group, CKD-V: chronic kidney disease stage V, HD: hemodialysis, 
rKTx: recent kidney transplantation, lKTx: long-term kidney transplantation. The arrows indicate groups with statistically significant differences between the examined 
parameters, after Bonferronni correction.
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of the percentage of CD4+CD28− T cells (Table 3). In the rKTx 
group, age was an independent predictor for several T cell 
populations, such as total lymphocytes percentage (r = −0.31, 

R2 = 0.097, 95% CI: −0.275 – −0.088, p < 0.001), NK percentage 
(r = 0.26, R2 = 0.071, 95% CI: 0.066–0.276, p = 0.002) CD4+ T 
lymphocytes count (r = −0.4, R2 = 0.16, 95% CI: −15.34 – −6.92, 

FIGURE 3 | (A) Natural killer cells and (B) regulatory T cell proportion kinetics in different CKD stages. CG: control group, CKD-V: chronic kidney disease stage V, 
HD: hemodialysis, rKTx: recent kidney transplantation, lKTx: long-term kidney transplantation. The arrows indicate groups with statistically significant differences between 
the examined parameters, after Bonferronni correction.

FIGURE 4 | (A) CD4+CD28− and (B) CD8+CD28− T cell proportion kinetics in different CKD stages. CG: control group, CKD-V: chronic kidney disease stage V, HD: 
hemodialysis, rKTx: recent kidney transplantation, lKTx: long-term kidney transplantation. The arrows indicate groups with statistically significant differences between the 
examined parameters, after Bonferronni correction.

Transplant International | Published by Frontiers January 2026 | Volume 39 | Article 15622 7

Lioulios et al. Immunosenescence in Chronic Kideny Disease



p < 0.001) and Tregs count (r = −0.31, R2 = 0.09, 95% CI: 
−0.685 – −0.216, p < 0.001). In the lKTx group, NK proportion 
depended also on the age (r = 0.49, R2 = 0.21, 95% CI: 
0.073–0.643, p = 0.016).

Anti-CMV IgG antibodies levels could predict the percentage 
of CD4+CD28− and CD8+CD28− T lymphocytes in HD patients, 
(r = 0.29, R2 = 0.08, 95% CI: 0.001–0.007, p = 0.011 and r = 0.28, 
R2 = 0.08, 95% CI: 0.000–0.03, p = 0.015 respectively). However, 

FIGURE 5 | Correlation of CD8+CD28− T cell proportion with age in different CKD stages. (A) control group, (B) chronic kidney disease stage V, (C) hemodialysis, 
(D) recent kidney transplantation, (E) long-term kidney transplantation.

TABLE 3 | Uni- and multivariate linear regression for predictions of CD4+CD28− and CD8+CD28− T cell percentage, based on age, in patient groups of different stages of 
chronic kidney disease.

Patient group Univariate linear regression Multivariate linear regression

B R2 95% CI p B 95% CI p

CD4+CD28−

CG 0.04 0.002 −0.018 – 0.024 0.791 – – –
CKD-V 0.31 0.1 0.002–0.048 0.036 0.56 −0.003 – 0.091 0.058
HD 0.09 0.008 −0.006 – 0.024 0.226 – – –
rKTx 0.30 0.09 0.015–0.046 <0.001 0.25 0.005–0.046 0.014
lKTx 0.47 0.22 0.009–0.083 0.018 0.48 0.007–0.085 0.024

CD8+CD28−

CG 0.33 0.11 0.002–0.02 0.02 – – –
CKD-V 0.48 0.23 0.009–0.029 0.001 0.68 −0.029 – 0.083 0.22
HD 0.37 0.14 0.01–0.02 <0.001 0.32 0.004–0.022 0.005
rKTx 0.33 0.11 0.008–0.022 <0.001 0.30 0.005–0.023 0.004
lKTx 0.04 0.002 −0.017 – 0.14 0.839 – – –

CG: control group, CKD-V: chronic kidney disease stage V, HD: hemodialysis, rKTx: recent kidney transplantation, lKTx: long-term kidney transplantation. In the multivariate linear 
regression models anti-CMV antibodies titres and eGFR were included.
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in multivariate regression including age, the antibody levels did 
not remain statistically significant for the prediction of 
CD8+CD28− T lymphocytes and age remained the only 
independent factor. Correlation of anti-CMV IgG antibody 
levels with the percentage of CD4+CD28− T lymphocytes, (r = 
0.31, R2 = 0.1, 95% CI: 0.002–0.007, p = 0.002) was also observed 
in rKTx patients but not in the lKTx group (r = 0.071, R2 = 0.1, 
95% CI: -0.002 – 0.029, p = 0.072). In multivariate analysis, both 
antibody levels and age remained independent factors for the 
percentage of CD4+CD28− T lymphocytes. Finally, eGFR was not 
a predictor of the percentage of CD28− T lymphocytes in either of 
the groups of transplanted patients.

Dialysis vintage (DV) was associated negatively to the total 
lymphocytes proportion in HD patients (r = −0.18, R2 = 0.035, 
95% CI: -0.002 – 0.000, p = 0.016), affecting mainly CD4+ T cells 
(r = −0.22, R2 = 0.052, 95% CI: −0.002 – 0.000, p = 0.003), but not 
CD8+ T cells (r = 0.06, R2 = 0.004, 95% CI: −0.001 – 0.001, p = 
0.468). NK were positively associated to DV (r = 0.19, R2 = 0.038, 
95% CI: 0.000–0.004, p = 0.017), while Tregs decreased as DV 
increased (r = −0.17, R2 = 0.028, 95% CI: -0.003 – 0.000, p = 
0.031). CD4+CD28− T cells proportion was also affected (r = 0.17, 
R2 = 0.03, 95% CI: 0.000–0.009, p = 0.035), but not CD8+CD28− 

T cells proportion (r = −0.08, R2 = 0.007, 95% CI: -0.001 – 0.003, 
p = 0.297). However, in the multivariate models including sex, 
age and CMV status, DV was significant for none of the analyzed 
cell subsets. This effect of DV in total lymphocytes and CD4+ 

T cells was also retained during the first year of transplantation, 
but was not significant in multivariate analysis or lKTx patients.

Estimated GFR was a predictor of CD4+ and CD8+ T cell 
proportion (r = 0.21, R2 = 0.045, 95% CI: 0.001–0.005, p = 
0.012 and r = 0.17, R2 = 0.029, 95% CI: −0.006 – 0.000, p = 
0.043, respectively) and Tregs count (r = 0.21, R2 = 0.047, 95% CI: 
0.002–0.012, p = 0.01) in rKTx patients, but this correlation did 
not remain significant in multivariate analysis including age and 
anti-CMV antibodies levels.

ATG Treatment Affects Immune Phenotype
History of ATG treatment in the transplant patient groups had 
impact on phenotype of T cells. In the rKTx groups N = 
22 patients had received ATG for induction therapy. These 
patients had a lower CD4+ T cell proportion in comparison to 
patients who had not received ATG [36.9 (29.6–45.9) vs. 47.7 
(40.2–53.9)% respectively, p = 0.003], as well as more CD8+ 

T cells [38 (25.9–46.3) vs. 28.9 (24.1–36.8)% respectively, p = 
0.037], and more CD8+CD28− T cells [49 (37–69) vs. 37 (24–57)% 
respectively, p = 0.013] (Supplementary Table S2). However, in 
the multivariate linear model with age, sex and CMV status as 
confounding factors, ATG treatment significantly affected only 
the CD4+ T cell proportion (95% CI: -0.367 – -0.09, p = 0.002), 
along with age, but neither of CD8+ or CD8+CD28− T cells, and 
age was a significant factor for CD8+CD28− T cells percentage. In 
the lKTx group no difference was found in the immune 
phenotype according to ATG treatment (N = 5 patients had 
received ATG, data on Supplementary Table S2). In order to 
increase the generalizability of the study and eliminate the impact 
of ATG treatment on lymphocytic subsets, we performed the 
comparisons of the examined subsets among the patients groups, 

after excluding the ATG treated patients. The kinetics of 
subpopulations were not substantially altered, as shown in the 
Supplementary Table S3.

DISCUSSION

In this study, changes in specific lymphocyte subpopulations were 
examined across the spectrum of CKD, from the pre-end stage to 
long-term transplantation. One of the main conclusions was that 
CKD, especially in the end-stage, is associated with lymphopenia 
and a decrease in CD4+ T lymphocytes, perhaps with a disruption 
in the ratio between them. Moreover, successful kidney 
transplantation was found to restore total lymphocyte counts, 
as well as CD4+ to normal levels especially in the long term, with a 
gradual increase of CD8+ T lymphocyte proportion, up to the 
first-year post-transplantation. However, in the setting of lKTx 
no improvement in CD28− T cell proportion was found, but 
rather a great increase.

Changes in CD4+ and CD8+ T lymphocyte populations in 
CKD have been described in several studies, without their 
findings being consistent [4]. In a study published in 2004, an 
increase in total lymphocytes and CD4+ T cell counts was 
described as early as 4 weeks after kidney transplantation [10]. 
However, the underlying mechanism is not well understood, as 
data on the recovery of thymic function after transplantation are 
insufficient [11, 12]. It is worth noting that in another more 
recent study, it was shown that CD4+ T cell counts were lower 
compared to patients with CKD or healthy subjects, despite an 
increase in total T cell counts, 3 years after transplantation [13]. 
Nonetheless, it is not clear whether this numerical amelioration is 
accompanied by functional restoration. Chronic exposure to the 
uremic milieu may deeply affect lymphocytic function, a change 
that has not been proven to reverse after transplantation. It is 
interesting that old CD4+ T cells have compromised metabolic 
pathways due to dysfunctional mitochondria accumulation and 
are not able to cover their energy demands after activation [14]. 
Moreover, their capacity to form immunological synapses with 
antigen-presenting cells is severely reduced [15].

The literature regarding alterations of Tregs after kidney 
transplantation remains very restricted. One study published 
in 2019 reports low levels of Tregs in the first 6 months after 
kidney transplantation, followed by a gradual recovery to near 
baseline levels during the first year [16]. In addition, the study by 
Wang et al. reported a further decrease in the number of Tregs 
after transplantation compared with CKD [13], but these findings 
were not confirmed by our study. It is likely that increased 
immunosuppression during the early period after 
transplantation plays a role in this phenomenon [17].

Reduced levels of Tregs likely have an important clinical role, 
as they have been associated with an increased risk of acute 
rejection and chronic graft dysfunction [18, 19]. Decreased 
proportions of Tregs have been reported in stable kidney graft 
recipients under immunosuppressive treatment [20]. However, 
the same study presents differences in the functional state of 
Tregs, highlighting the role of Foxp3 demethylation in these cells, 
which may be capable of inducing tolerance in neighboring 
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effector T cells, reducing their reactivity [21]. This ability is 
impaired by the proinflammatory state in the setting of 
transplantation, potentially under the effect of interleukin (IL) 
6 [21]. IL-6 can be secreted independently of 
CD28 costimulation, but in T cells, CD28 signaling acts as a 
major amplifier of IL-6 production [22]. Moreover, experimental 
inhibition of IL-6 resulted in increase in Tregs frequency and 
function, and prolonged graft survival [21]. Whether loss of 
CD28 expression is associated with an improvement in Tregs 
number and function remains to be clarified, but is supported by 
our data (Supplementary Figure S3).

Data on NK changes in CKD and after kidney transplantation 
are even more limited. In a study published in 2016, a low 
frequency of NK was associated with immune risk phenotype 
(IRP) in transplant recipients both before and 1 year post- 
transplantation [23]. Although no specific immune phenotype 
was associated with opportunistic infection, the latter was more 
frequent in patients with IRP. The relationship between NK 
phenotype and IRP in dialysis patients was also reported by 
Dewolfe et al. The authors associated NK frequence and 
distinctive phenotypic characteristics of NK with IRP + status 
in dialysis patients [24]. Moreover, another small study found no 
difference in NK cell proportions or counts between healthy 
women and those who had undergone transplantation [25]. 
Adequate NK function may be of great interest in the context 
of transplantation. Besides immunosurveillance, NK have been 
shown to eliminate senescent T cells in vitro and in vivo [26], 
which secrete pro-inflammatory mediators, resulting in low-level 
chronic inflammation, associated with tissue dysfunction. It is 
worth noting that senescent T cells do not originate only from the 
recipient, but also senescent T cell from the graft may participate 
to increased inflammatory activity [26].

Despite age being a significant factor affecting T cell subsets in 
healthy individuals [27], data on the role of age in immune 
phenotype of CKD patients remain inconclusive [4, 7]. However, 
it has been reported that after transplantation, only younger 
individuals were capable of restoring, at least partially, the 
proportion of naïve T cells [28]. Moreover, expansion of the 
terminally differentiated T cell subset, expressing CD57 epitope, 
has been found to elderly kidney transplant recipients 1 year after 
transplantation and was associated with CMV infection [29]. This 
“memory expansion” of terminally differentiated cells occurs 
already during the first year after transplantation, and may not 
be related to clinical infection or viremia [30]. These cells are 
deemed senescent as their express several senescence features, 
among other telomere attrition [4, 29]. Our findings regarding 
age-dependent acceleration of senescence in recent transplant 
recipients are not discordant to these previous findings, as 
expression of CD57 interrelates to loss of CD28 expression, 
and the resulting cells are considered highly senescent [4, 31]. 
However, Schaenman et al. found no significant difference in 
CD28− T cell percentage between young and elder kidney graft 
recipients [28].

One of the most interesting findings of our study was the 
prominent increase in CD28− T cell subsets in kidney graft 
recipients after long-term transplantation, which was found to 
be independent of age. Similar results were reported in another 

study, in kidney grafts recipients, at least 4 years post- 
transplantation [32], with CD8+CD28− T cells expressing 
innate-like receptors [9]. However, it is unclear whether 
CD28− T cell subset expansion, due to other reasons, leads to 
increased graft survival, or transplantation per se results in 
accumulation of CD28− T cells. We are inclined to believe for 
the latter mechanism for several reasons. Firstly, CD28− T cell 
proportion showed a downward tendency during the first year 
after transplantation, and in any case their proportion did not 
increase. Secondly, principal mechanism of CD28 loss is the 
repeated activation of the memory cell, leading to 
downregulation of transcription factor for CD28 [33], thus we 
can hypothesize that the longer the antigenic stimulation, the 
more prominent the CD28 loss [34]. Tolerance to the graft has 
been associated with the recipient age, with younger recipients 
having a greater risk to develop de novo Donor Specific 
Antibodies than elder patients [35]. Moreover, upregulation of 
CD28 expression in older individuals resulted in acceleration of 
graft rejection, in experimental animal models [36]. However, in 
our study, age was not found to be a confounding factor for 
CD8+CD28− T cells proportion.

Transplant therapy regimen was found to affect immune 
phenotype in the rKTx group. ATG has been shown to induce 
apoptosis in CD4+CD28− T cells, a T cell subset known for 
apoptosis deficits, rather than in CD4+CD28+ T cells, shortly after 
administration, in a small study published in 2012 [37]. However, 
levels of this T cell subset did not differ between patients with or 
without ATG administration, 1 year after transplantation. Of 
note, it has been postulated that one mechanism of increase of 
highly differentiated cell subsets, such as CD28−, is the rapid cell 
proliferation after cell elimination [38]. The same mechanism is 
also proposed by Lee et al. who associated ATG treatment with 
decreased CD4+ and increased CD28− T cells, without reporting 
any correlation with patients’ age. This latter study also suggests 
severe functional deficits in lymphocytes of ATG treated patients, 
that may last for up to 1 year after transplantation [39]. 
Nonetheless, according to our findings, CD28− T cell 
expansion appears to be independent of treatment regimen in 
lKtx recipients. Similar results were reported by another study, 
for CMV responsive memory cells, which is a subset that tends to 
expand over time [30, 40].

Other immunosuppressive agents, widely used in 
transplantation, may have impact on CD28− T cell subsets. It 
has been reported that kidney graft recipients have increased 
proportions of CD28− T cells, even in the absence of CMV 
infection [41]. Even though these cells are deemed to be prone 
in apoptosis, their survival may increase in the presence of IL-6 
and 15 [21, 42–44]. Il-15 may also promote CD28 expression loss 
in vitro [45]. Increased secretion of IL-6 may begin shortly after 
transplantation due to ischemia-reperfusion injury, innate 
immune system activation, and alloreactions against class II 
HLA molecules [21]. Whether the persistence of these 
reactions for years can lead to CD28− T cell expansion is not 
clear. Moreover, CD28 signaling is key to IL-2 production, which 
is reported to be low in KTx patients [41, 46]. Treatment with 
tacrolimus has been associated with low IL-2 secretion in old 
CD4+ but not CD8+ T cells [47]. Moreover, cyclosporine A was 
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reported to reduce telomerase activity, in T cell, in vivo [32]. Even 
though CD28− T cells are characterized by reduced telomerase 
activity, it is not clear whether cyclosporine A could also decrease 
CD28 expression.

We acknowledge several limitations in our study. Even though 
the examined populations were age and sex matched, we could 
not include comparable number of individuals in each patient 
group, and as a result some populations, such as lKTx patients, 
are under-represented. Moreover, this is a single center study and 
therefore, the generalizability of the results may be limited. The 
design of the study also reduces reliability of the results, as a 
longitudinal examination of the same patients at different 
timepoints would offer a better insight in the immune 
alterations. Despite the numerical changes in the NK cells 
found, no data on intensity of CD56 expression were available, 
as the reagent used was a combined CD16-CD56 antigen. Dim or 
bright expression of CD56 has been associated with functional 
differences. Finally, this study did not demonstrate any potential 
molecular mechanisms leading to these observations, nor 
associated the findings with clinical characteristics of the 
patients, such as rejection episodes or opportunistic infections. 
Especially for the lKTx cohort, CD28− T cell expansion may 
predispose to cardiovascular and infectious complications [48].

Overall, our results indicate a significant fluctuation of the 
phenotype of cellular immunity components across the range of 
CKD. Receiving a kidney graft is capable of restoring some of 
these alterations shortly after transplantation, however the long- 
term antigenic stimulation in lKTx patients is associated with 
senescent T cell subsets expansion.

DATA AVAILABILITY STATEMENT

The raw data supporting the conclusions of this article will be 
made available by the authors, without undue reservation.

ETHICS STATEMENT

The studies involving humans were approved by Bioethics 
Committee of the Aristotle University of Thessaloniki. The 
studies were conducted in accordance with the local legislation 

and institutional requirements. The participants provided their 
written informed consent to participate in this study.

AUTHOR CONTRIBUTIONS

GL and EM statistical analysis and manuscript drafting, EM and 
EK study design, MC and SS data collection, AX and AF 
methodology and lab supervision, MS and AF study 
supervision and manuscript final approval. All authors 
contributed to the article and approved the submitted version.

FUNDING

The author(s) declared that financial support was not received for 
this work and/or its publication.

CONFLICT OF INTEREST

The authors(s) declared that this work was conducted in the 
absence of any commercial or financial relationships that could 
be construed as a potential conflict of interest.

GENERATIVE AI STATEMENT

The author(s) declared that generative AI was not used in the 
creation of this manuscript.

Any alternative text (alt text) provided alongside figures in this 
article has been generated by Frontiers with the support of 
artificial intelligence and reasonable efforts have been made to 
ensure accuracy, including review by the authors wherever 
possible. If you identify any issues, please contact us.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at: 
https://www.frontierspartnerships.org/articles/10.3389/ti.2026. 
15622/full#supplementary-material

REFERENCES

1. Kramer A, Pippias M, Noordzij M, Stel VS, Andrusev AM, Aparicio-Madre 
MI, et al. The European Renal Association - European Dialysis and Transplant 
Association (ERA-EDTA) Registry Annual Report 2016: A Summary. Clin 
Kidney J (2019) 12(5):702–20. doi:10.1093/ckj/sfz011

2. Vogelzang JL, van Stralen KJ, Noordzij M, Diez JA, Carrero JJ, Couchoud C, 
et al. Mortality From Infections and Malignancies in Patients Treated With 
Renal Replacement Therapy: Data From the ERA-EDTA Registry. Nephrol 
Dial Transpl (2015) 30(6):1028–37. doi:10.1093/ndt/gfv007

3. Go AS, Chertow GM, Fan D, McCulloch CE, yuan HC. Chronic 
Kidney Disease and the Risks of Death, Cardiovascular Events, and 
Hospitalization. New Engl J Med (2004) 351(13):1296–305. doi:10.1056/ 
NEJMoa041031

4. Lioulios G, Fylaktou A, Papagianni A, Stangou M. T Cell Markers Recount the 
Course of Immunosenescence in Healthy Individuals and Chronic Kidney 
Disease. Clin Immunol (2021) 225:108685. doi:10.1016/j.clim.2021.108685

5. Rudd CE. Upstream-Downstream: CD28 Cosignaling Pathways and T Cell 
Function. Immunity (1996) 4(6):527–34. doi:10.1016/s1074-7613(00)80479-3

6. Powell JD, Ragheb JA, Kitagawa-Sakakida S, Schwartz RH. Molecular 
Regulation of Interleukin-2 Expression by CD28 Co-Stimulation and 
Anergy. Immunol Rev (1998) 165:287–300.

7. Vagiotas L, Lioulios G, Panteli M, Ouranos K, Xochelli A, Kasimatis E, et al. 
Kidney Transplantation and Cellular Immunity Dynamics: Immune Cell 
Alterations and Association With Clinical and Laboratory Parameters. 
J Clin Med (2024) 13(17):5093. doi:10.3390/jcm13175093

8. Poggio ED, Augustine JJ, Arrigain S, Brennan DC, Schold JD. Long-Term 
Kidney Transplant Graft Survival—Making Progress When Most Needed. Am 
J Transplant (2021) 21(8):2824–32. doi:10.1111/ajt.16463

Transplant International | Published by Frontiers January 2026 | Volume 39 | Article 15622 11

Lioulios et al. Immunosenescence in Chronic Kideny Disease

https://www.frontierspartnerships.org/articles/10.3389/ti.2026.15622/full#supplementary-material
https://www.frontierspartnerships.org/articles/10.3389/ti.2026.15622/full#supplementary-material
https://doi.org/10.1093/ckj/sfz011
https://doi.org/10.1093/ndt/gfv007
https://doi.org/10.1056/NEJMoa041031
https://doi.org/10.1056/NEJMoa041031
https://doi.org/10.1016/j.clim.2021.108685
https://doi.org/10.1016/s1074-7613(00)80479-3
https://doi.org/10.3390/jcm13175093
https://doi.org/10.1111/ajt.16463


9. Daniel L, Tassery M, Lateur C, Thierry A, Herbelin A, Gombert JM, et al. 
Allotransplantation Is Associated With Exacerbation of CD8 T-Cell 
Senescence: The Particular Place of the Innate CD8 T-Cell Component. 
Front Immunol (2021) 12:674016. doi:10.3389/fimmu.2021.674016

10. Satoh S, Tsuchiya N, Sato K, Ohtani H, Komatsuda A, Habuchi T, et al. 
Influence of Pretransplant Dialysis Modality on the Change of Lymphocyte 
Subset Populations and Acute Rejection Rates After Renal Transplantation. Int 
J Urol (2004) 11(10):825–30. doi:10.1111/j.1442-2042.2004.00915.x

11. Betjes MGH, Langerak AW, Klepper M, Litjens NHR. A Very Low Thymus 
Function Identifies Patients With Substantial Increased Risk for Long-Term 
Mortality After Kidney Transplantation. Immun Ageing (2020) 17:4. doi:10. 
1186/s12979-020-00175-z

12. Schaier M, Leick A, Uhlmann L, Kälble F, Morath C, Eckstein V, et al. End- 
Stage Renal Disease, Dialysis, Kidney Transplantation and Their Impact on 
CD4(+) T-Cell Differentiation. Immunology (2018) 155(2):211–24. doi:10. 
1111/imm.12947

13. Wang L, Rondaan C, de Joode AAE, Raveling-Eelsing E, Bos NA, Westra J. 
Changes in T and B Cell Subsets in End Stage Renal Disease Patients Before and 
After Kidney Transplantation. Immun Ageing (2021) 18(1):43. doi:10.1186/ 
s12979-021-00254-9

14. Nian Y, Iske J, Maenosono R, Minami K, Heinbokel T, Quante M, et al. 
Targeting Age-specific Changes in CD4+ T Cell Metabolism Ameliorates 
Alloimmune Responses and Prolongs Graft Survival. Aging Cell (2021) 
20(2):e13299. doi:10.1111/acel.13299

15. Garcia GG, Miller RA. Single-Cell Analyses Reveal Two Defects in Peptide- 
Specific Activation of Naive T Cells From Aged Mice. The J Immunol (2001) 
166(5):3151–7. doi:10.4049/jimmunol.166.5.3151

16. Krajewska M, Kościelska-Kasprzak K, Kamińska D, Żabińska M, Myszka- 
Kozłowska M, Gomułkiewicz A, et al. Kidney Transplant Outcome Is 
Associated With Regulatory T Cell Population and Gene Expression Early 
After Transplantation. J Immunol Res (2019) 2019:7452019. doi:10.1155/2019/ 
7452019

17. Segundo DS, Ruiz JC, Fernández-Fresnedo G, Izquierdo M, Gómez-Alamillo 
C, Cacho E, et al. Calcineurin Inhibitors Affect Circulating Regulatory T Cells 
in Stable Renal Transplant Recipients. Transpl Proc (2006) 38(8):2391–3. 
doi:10.1016/j.transproceed.2006.08.081

18. Braza F, Durand M, Degauque N, Brouard S. Regulatory T Cells in Kidney 
Transplantation: New Directions? Am J Transplant (2015) 15:2288–300. 
doi:10.1111/ajt.13395

19. Bestard O, Cruzado JM, Lucia M, Crespo E, Casis L, Sawitzki B, et al. 
Prospective Assessment of Antidonor Cellular Alloreactivity Is a Tool for 
Guidance of Immunosuppression in Kidney Transplantation. Kidney Int 
(2013) 84(6):1226–36. doi:10.1038/ki.2013.236

20. Braza F, Dugast E, Panov I, Paul C, Vogt K, Pallier A, et al. Central Role of 
CD45RA- Foxp3hi Memory Regulatory T Cells in Clinical Kidney 
Transplantation Tolerance. J Am Soc Nephrol (2015) 26(8):1795–805. 
doi:10.1681/ASN.2014050480

21. Chandran S, Tang Q. Impact of interleukin-6 on T Cells in Kidney Transplant 
Recipients. Am J Transplant (2022) 22(S4):18–27. doi:10.1111/ajt.17209

22. Glinos DA, Soskic B, Williams C, Kennedy A, Jostins L, Sansom DM, et al. 
Genomic Profiling of T-Cell Activation Suggests Increased Sensitivity of 
Memory T Cells to CD28 Costimulation. Genes Immun (2020) 21(6–8): 
390–408. doi:10.1038/s41435-020-00118-0

23. Crepin T, Gaiffe E, Courivaud C, Roubiou C, Laheurte C, Moulin B, et al. Pre- 
Transplant End-Stage Renal Disease-Related Immune Risk Profile in Kidney 
Transplant Recipients Predicts Post-Transplant Infections. Transpl Infect Dis 
(2016) 18(3):415–22. doi:10.1111/tid.12534

24. Dewolfe D, Aid M, McGann K, Ghofrani J, Geiger E, Helzer C, et al. NK Cells 
Contribute to the Immune Risk Profile in Kidney Transplant Candidates. Front 
Immunol (2019) 10(AUG):1890. doi:10.3389/fimmu.2019.01890

25. Zhu L, Aly M, Wang H, Karakizlis H, Weimer R, Morath C, et al. Increased 
Natural Killer Cell Subsets With Inhibitory Cytokines and Inhibitory Surface 
Receptors in Patients With Recurrent Miscarriage and Decreased or Normal 
Subsets in Kidney Transplant Recipients Late Post-transplant. Clin Exp 
Immunol (2018) 193(2):241–54. doi:10.1111/cei.13142

26. Iske J, Dedeilia A, Xiao Y, Martin F, Emmert MY, Sage PT, et al. The Impact of 
T-Cell Aging on Alloimmunity and Inflammaging. Transplantation (2024) 
108:634–42. doi:10.1097/TP.0000000000004715

27. Weiskopf D, Weinberger B, Grubeck-Loebenstein B. The Aging of the Immune 
System. Transpl Int (2009) 22:1041–50. doi:10.1111/j.1432-2277.2009.00927.x

28. Schaenman JM, Rossetti M, Sidwell T, Groysberg V, Sunga G, Korin Y, et al. 
Increased T Cell Immunosenescence and Accelerated Maturation Phenotypes 
in Older Kidney Transplant Recipients. Hum Immunol (2018) 79(9):659–67. 
doi:10.1016/j.humimm.2018.06.006

29. Higdon LE, Gustafson CE, Ji X, Sahoo MK, Pinsky BA, Margulies KB, et al. 
Association of Premature Immune Aging and Cytomegalovirus After Solid 
Organ Transplant. Front Immunol (2021) 12:661551. doi:10.3389/fimmu.2021. 
661551

30. Higdon LE, Trofe-Clark J, Liu S, Margulies KB, Sahoo MK, Blumberg E, et al. 
Cytomegalovirus-Responsive CD8+ T Cells Expand After Solid Organ 
Transplantation in the Absence of CMV Disease. Am J Transplant (2017) 
17(8):2045–54. doi:10.1111/ajt.14227

31. Lee GH, Lee JY, Jang J, Kang YJ, Choi SA, Kim HC, et al. Anti-Thymocyte 
Globulin-Mediated Immunosenescent Alterations of T Cells in Kidney 
Transplant Patients. Clin Transl Immunol (2022) 11(11):e1431. doi:10.1002/ 
cti2.1431

32. Li P, Tian C, Ge N, Wang H, Liu L, Lou F, et al. Premature Senescence of 
T Cells in Long-Term Survivors of Renal Transplantation. Biochem Biophys Res 
Commun (2011) 407(3):599–604. doi:10.1016/j.bbrc.2011.03.079

33. Vallejo AN, Bryl E, Klarskov K, Naylor S, Weyand CM, Goronzy JJ. Molecular 
Basis for the Loss of CD28 Expression in Senescent T Cells. J Biol Chem (2002) 
277(49):46940–9. doi:10.1074/jbc.M207352200

34. Heinbokel T, Elkhal A, Liu G, Edtinger K, Tullius SG. Immunosenescence and 
Organ Transplantation. Transplant Rev (2013) 27:65–75. doi:10.1016/j.trre. 
2013.03.001

35. Von Moos S, Schalk G, Mueller TF, Laube G. Age-Associated Decrease in De 
Novo Donor-Specific Antibodies in Renal Transplant Recipients Reflects 
Changing Humoral Immunity. Immun Ageing (2019) 16(1):9. doi:10.1186/ 
s12979-019-0149-8

36. Heinbokel T, Quante M, Iske J, Nian Y, Maenosono R, Minami K, et al. 
CTLA4-Ig Prolongs Graft Survival Specifically in Young But Not Old Mice. Am 
J Transplant (2021) 21(2):488–502. doi:10.1111/ajt.16218

37. Duftner C, Dejaco C, Hengster P, Bijuklic K, Joannidis M, Margreiter R, et al. 
Apoptotic Effects of Antilymphocyte Globulins on Human Pro-Inflammatory 
CD4+CD28- T-Cells. PLoS One (2012) 7(3):e33939. doi:10.1371/journal.pone. 
0033939

38. Lee GH, Hong KT, Choi JY, Shin HY, Lee WW, Kang HJ. Immunosenescent 
Characteristics of T Cells in Young Patients Following Haploidentical 
Haematopoietic Stem Cell Transplantation From Parental Donors. Clin 
Transl Immunol (2020) 9(4):e1124. doi:10.1002/cti2.1124

39. Weimer R, Ettrich M, Renner F, Dietrich H, Süsal C, Deisz S, et al. ATG 
Induction in Renal Transplant Recipients: Long-Term Hazard of Severe 
Infection Is Associated With Long-Term Functional T Cell Impairment but 
Not the ATG-induced CD4 Cell Decline. Hum Immunol (2014) 75(6):561–9. 
doi:10.1016/j.humimm.2014.02.015

40. Lachmann R, Bajwa M, Vita S, Smith H, Cheek E, Akbar A, et al. Polyfunctional 
T Cells Accumulate in Large Human Cytomegalovirus-Specific T Cell 
Responses. J Virol (2012) 86(2):1001–9. doi:10.1128/JVI.00873-11

41. Welzl K, Weinberger B, Kronbichler A, Sturm G, Kern G, Mayer G, et al. How 
Immunosuppressive Therapy Affects T Cells From Kidney Transplanted 
Patients of Different Age: The Role of Latent Cytomegalovirus Infection. 
Clin Exp Immunol (2014) 176(1):112–9. doi:10.1111/cei.12205

42. Herndler-Brandstetter D, Landgraf K, Tzankov A, Jenewein B, Brunauer R, 
Laschober GT, et al. The Impact of Aging on Memory T Cell Phenotype and 
Function in the Human Bone Marrow. J Leukoc Biol (2011) 91(2):197–205. 
doi:10.1189/jlb.0611299

43. Lewis E, Weiler M, Chaimovitz C, Douvdevani A. Interleukin-15 Is the Main 
Mediator of Lymphocyte Proliferation in Cultures Mixed With Human Kidney 
Tubular Epithelial Cells. Transplantation (2001) 72(5):886–90. doi:10.1097/ 
00007890-200109150-00025

44. Xie L, Zhang Z, Zhu P, Tian K, Liu Y, Yu Y. IL-21 Prevents Expansion of 
CD8+CD28− T Cells Stimulated by IL-15 and Changes Their Subset 
Distribution. Transpl Proc (2021) 53(7):2407–14. doi:10.1016/j.transproceed. 
2021.07.039

45. Borthwick NJ, Lowdell M, Salmon M, Akbar AN. Loss of CD28 Expression 
on CD8+ T Cells Is Induced by IL-2 Receptor Γ Chain Signalling Cytokines 

Transplant International | Published by Frontiers January 2026 | Volume 39 | Article 15622 12

Lioulios et al. Immunosenescence in Chronic Kideny Disease

https://doi.org/10.3389/fimmu.2021.674016
https://doi.org/10.1111/j.1442-2042.2004.00915.x
https://doi.org/10.1186/s12979-020-00175-z
https://doi.org/10.1186/s12979-020-00175-z
https://doi.org/10.1111/imm.12947
https://doi.org/10.1111/imm.12947
https://doi.org/10.1186/s12979-021-00254-9
https://doi.org/10.1186/s12979-021-00254-9
https://doi.org/10.1111/acel.13299
https://doi.org/10.4049/jimmunol.166.5.3151
https://doi.org/10.1155/2019/7452019
https://doi.org/10.1155/2019/7452019
https://doi.org/10.1016/j.transproceed.2006.08.081
https://doi.org/10.1111/ajt.13395
https://doi.org/10.1038/ki.2013.236
https://doi.org/10.1681/ASN.2014050480
https://doi.org/10.1111/ajt.17209
https://doi.org/10.1038/s41435-020-00118-0
https://doi.org/10.1111/tid.12534
https://doi.org/10.3389/fimmu.2019.01890
https://doi.org/10.1111/cei.13142
https://doi.org/10.1097/TP.0000000000004715
https://doi.org/10.1111/j.1432-2277.2009.00927.x
https://doi.org/10.1016/j.humimm.2018.06.006
https://doi.org/10.3389/fimmu.2021.661551
https://doi.org/10.3389/fimmu.2021.661551
https://doi.org/10.1111/ajt.14227
https://doi.org/10.1002/cti2.1431
https://doi.org/10.1002/cti2.1431
https://doi.org/10.1016/j.bbrc.2011.03.079
https://doi.org/10.1074/jbc.M207352200
https://doi.org/10.1016/j.trre.2013.03.001
https://doi.org/10.1016/j.trre.2013.03.001
https://doi.org/10.1186/s12979-019-0149-8
https://doi.org/10.1186/s12979-019-0149-8
https://doi.org/10.1111/ajt.16218
https://doi.org/10.1371/journal.pone.0033939
https://doi.org/10.1371/journal.pone.0033939
https://doi.org/10.1002/cti2.1124
https://doi.org/10.1016/j.humimm.2014.02.015
https://doi.org/10.1128/JVI.00873-11
https://doi.org/10.1111/cei.12205
https://doi.org/10.1189/jlb.0611299
https://doi.org/10.1097/00007890-200109150-00025
https://doi.org/10.1097/00007890-200109150-00025
https://doi.org/10.1016/j.transproceed.2021.07.039
https://doi.org/10.1016/j.transproceed.2021.07.039


and Type I IFN, and Increases Susceptibility to Activation- 
Induced Apoptosis. Int Immunol (2000) 12(7):1005–13. doi:10.1093/ 
intimm/12.7.1005

46. Hombach A, Sent D, Schneider C, Heuser C, Koch D, Pohl C, et al. T-Cell 
Activation by Recombinant Receptors: CD28 Costimulation Is Required for 
Interleukin 2 Secretion and Receptor-Mediated T-Cell Proliferation But Does 
Not Affect Receptor-Mediated Target Cell Lysis. Cancer Res (2001) 61(5): 
1976–82.

47. Krenzien F, Quante M, Heinbokel T, Seyda M, Minami K, Uehara H, et al. Age- 
Dependent Metabolic and Immunosuppressive Effects of Tacrolimus. Am 
J Transplant (2017) 17(5):1242–54. doi:10.1111/ajt.14087

48. Memmos E, Lioulios G, Antoniadis N, Fylaktou A, Stangou M. 
Immunosenescence in Kidney Transplant Recipients. Transplantation 
(2025) 109(12):e675–e681. doi:10.1097/TP.0000000000005484

Copyright © 2026 Lioulios, Moisidou, Christodoulou, Kasimatis, Xochelli, Memmos, 
Stai, Stangou and Fylaktou. This is an open-access article distributed under the terms 
of the Creative Commons Attribution License (CC BY). The use, distribution or 
reproduction in other forums is permitted, provided the original author(s) and the 
copyright owner(s) are credited and that the original publication in this journal is 
cited, in accordance with accepted academic practice. No use, distribution or 
reproduction is permitted which does not comply with these terms.

Transplant International | Published by Frontiers January 2026 | Volume 39 | Article 15622 13

Lioulios et al. Immunosenescence in Chronic Kideny Disease

https://doi.org/10.1093/intimm/12.7.1005
https://doi.org/10.1093/intimm/12.7.1005
https://doi.org/10.1111/ajt.14087
https://doi.org/10.1097/TP.0000000000005484
https://creativecommons.org/licenses/by/4.0/

	Cellular Immunity in Chronic Kidney Disease and Changes After Kidney Transplantation
	Introduction
	Patients and Methods
	Study Design
	Treatment Protocols
	Flow Cytometry
	Statistical Analysis

	Results
	Patients’ Demographics
	Differences in Lymphocytic Subpopulations Among Patients
	Patients Sex, Age, Previous CMV Infection and Renal Function Were the Main Parameters Associated With the Immune Phenotype
	ATG Treatment Affects Immune Phenotype

	Discussion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Conflict of Interest
	Generative AI Statement
	Supplementary Material
	References


